[bookmark: _Hlk117467346]SUPPLEMENTARY FILE 1. Primers and PCR conditions used to amplify tufA, ITS, and rbcL sequences and the respective source references.
	Gene
	Primer
	Sequence (5’ to 3’)
	References

	tufA
	tufGF4 (forward)
	GGN GCN GCN CAA ATG GAY GG
	Saunders & Kucera, (2010); Kang et al., 2019)


	
	tufAR (reverse)
	CCT TCN CGA ATM GCR AAW CGC
	(Saunders & Kucera, 2010; Kang et al., 2019)


	ITS
	18S150F (forward)
	TCT TTG AAA CCG TAT CGT GA
	(Blomster et al., 1998; Kang et al., 2019)

	
	ENT26SA (reverse)
	GCT TAT TGA TAT GCT TAA GTT CAG CGG GT
	(Blomster et al., 1998; Kang et al., 2019)

	rbcL
	RHI (forward)
	ATG TCA CCA CAA ACA GAA ACT AAA GC
	(Hayden et al., 2003; Melton III & Lopez-Bautista, 2021; Lagourgue et al., 2022)


	
	Rbc590 (reverse)
	TCA AGA CCA CCT CGT AAA CA
	(Hayden et al., 2003; Melton III & Lopez-Bautista, 2021; Lagourgue et al., 2022)





	Gene
	PCR parameters (35 cycles for all three genes)

	tufA
	Initial denaturation: 94°C for 5 min
Denaturation: 94°C for 1 min
Annealing: 50°C for 1 min
Elongation: 72°C for 2 min
Final elongation: 72°C for 7 min

	ITS
	Initial denaturation: 94°C for 5 min
Denaturation: 94°C for 1 min
Annealing: 55°C for 1 min
Elongation: 72°C for 2 min
Final elongation: 72°C for 7 min

	rbcL
	Initial denaturation: 94°C for 10 min
Denaturation: 94°C for 1 min 10 sec
Annealing: 54°C for 50 sec
Elongation: 72°C for 1 min 30 sec
Final elongation: 72°C for 10 min







