Variable positions among the SSU rDNA sequences
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Genera Base pos_ition in 3 4 4 4 5 5
the alignment 6 6 6 9 01
0 56 6 83
SAG 335-8 GAAUGUUAUUGUCGAA-ACUUCUUCTCG |
SAG 56.91 GAAUGUUAUUGUCGAA-ACUUCUUCTCG
STICHOCOCCUS (8) SAG 379-2 GAAUGUUAUUGUCGAA-ACUUCUUCTCG
SAG 379-1b GAAUGUUAUUGUCGAA-ACUUTCUUTCTCG
SAG 249.80 GAAUGUUAUUGUCGAA-ACUUTCUUCTCG
SAG 25.92 A AACGUUACUGGCGCA-AUGUTCUUACG
SAG 1.92 A AACGUUACUGGCGCA-AUGUTCUUACG
DESMOCOCCUS (2)
SAG 1.94 A AACGUUACUGGCGUA-AUGUTCUUATCG
SAG 63.90 A AACGUUACUGGCGUA-AUGUTCUUATCG
PROTOSTICHOCOCCUS (5) SAG 2481 GAUCGUUACUUUCGUA-ACGIGCUUTCTCG
SAG 107.80 GAUUGUUACUUGCGUA-AUGUUUUTCCG
SAG 108.80 GAUUGUUACUUGCGUA-AUGUUUUTCTCG
SAG 2139 GAUCGUUACCUGCGUA-AUGUUUUTCTCG
SAG 2060 GAUCGUUACCUGCGUA-AUGUUUUTCTCG
DEUTEROSTICHOCOCCUS (0) SAG 2119 GAUCGUUACCUGCGUA-AUGU UUUTCTCG
SAG 10.97 GAUCGUUACCUGCGUA-AUGUUUUTCTCG
SAG 2482 GAUCGUUAUUUGCGUA-AUGUUUUTCTCG
ST-3 GAUCGUUACCUGCGUA-AUGUUUUTCTCG
ST-4 GAUCGUUACCUGCGUA-AUGUUUUTCTCG
SAG 2406 GAUCGUUACCCGGGCA-ACCCUCUCTCG
ST-7 GGGC GCUuUuACUUGGUCA-AGCCCUUCTCG
ST-6 GGGC GCUuACUUGGUCA-AGCCCUUCTCG
TRITOSTICHOCOCCUS (5)
ST-8 GGGCACUACUUGGUCA-AGCCCUUCTCG
ST-9 GGG C G6GC uACU UGGUCA-AGCCCUUCCGEG
ST-2 GAUCGUUACUUGGGCA-AUCUCUUCCA
SAG 11.88 GAUCGUUACAGCCGUA-AUGACUUCTCG
SAG 48.86 GAUCGUUACAGCCGUA-AUGACUUCTCG
SAG 49.86 GAUCGUUACAGCCGUA-AUGACUUCCG
DIPLOSPHAERA (4)
SAG 2.82 GAUCGUUACAGCCGUA-AUGACUUCTCG
SAG 9.82 GAUCGUUACAGCCGUA-AUGACUUCTCG
SAG 2049 GAUCGUUACAGCCGUA-AUGACUUCTCG
TETRATOSTICHOCOCCUS (2) SAG 2138 GAUCGUCACAGCCGUA-AUGACUUTCUG
SAG 379-4 GAUCGUUGCAGGGGUUUCGCUTCUCACG
SAG 380-1 GAUCGUUGCAGGGGUUUCGCUCUCACA
PSEUDOSTICHOCOCCUS (8)
SAG 2067 GAUCGUUGCAGGGGUUUCGCUCUCSACA
UTEX 2249 GAUCGUUGCAGGGGUUUCGCUTCUCACG
CBC * | % | = | = - | % | = % | == - = = % | = - = — KN — - - — KM — - =
Hcac - - BB B
NHS KN — | - | - | - | — KRR _— | - | — | — | — | — DXEERERRERRE — BRI — | — BN | — | —
STICHOCOCCUS
DESMOCOCCUS
PROTOSTICHOCOCCUS
DEUTEROSTICHOCOCCUS
TRITOSTICHOCOCCUS
DIPLOSPHAERA
TETRATOSTICHOCOCCUS
PSEUDOSTICHOCOCCUS




