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Alignment 1
M_dealbata_aff_0866A
M_dealbata_aff 0866A_aug20.K105.complete.graphl.1 (+)
1-159879
Criteria: 70%, 100 bp
Regions: 89

Alignment 2
M_dealbata_aff 0877A
M_dealbata_aff_0877A_aug20.K105.complete.graphl.1 (+)
1-160066
Criteria: 70%, 100 bp
Regions: 88

Alignment 3
M_dealbata_aff 1160A
M_dealbata_aff_1160A_aug20.K105.complete.graphl.2 (+)
1-160077
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
M_dealbata_MA3190
M_dealbata_ MA3190_aug20.K105.complete.graphl1.2 (+)
1-160071
Criteria: 70%, 100 bp
Regions: 88

Alignment 5
M_nuevoleonensis_1...
M_nuevoleonensis_1138A aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 6
M_rzedowskiana_100...
M_rzedowskiana_ 1004A _aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 7
M_rzedowskiana_MA...
M_rzedowskiana_MA3188B_OCT_2021_reSeq_1027.K105.complete.graphl1.2 (+)
2 alignments
Criteria: 70%, 100 bp
Regions: 90

Alignment 8
M_vovidesii_0092B
M_vovidesii_0092B_aug20.K105.complete.graph1.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88

Alignment 9 —r—
M_vovidesii_0624B 0ok 3k 6k 9k 12k 15k 18k 21k 24k
M_vovidesii_0624B_aug20.K105.complete.graph1.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88



M al ej andrae_1188B M al ej andrae_1188B_aug20. K105. conpl et e. gr aph1. 2: 1- 160075

Alignment 1
M_dealbata_aff _0866A
M_dealbata_aff_0866A_aug20.K105.complete.graphl.1 (+)
1-159879
Criteria: 70%, 100 bp
Regions: 89

Alignment 2
M_dealbata_aff 0877A
M_dealbata_aff_0877A_aug20.K105.complete.graphl.1 (+)
1-160066
Criteria: 70%, 100 bp
Regions: 88

Alignment 3
M_dealbata_aff 1160A
M_dealbata_aff_1160A_aug20.K105.complete.graphl.2 (+)
1-160077
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
M_dealbata_MA3190
M_dealbata_ MA3190_aug20.K105.complete.graphl1.2 (+)
1-160071
Criteria: 70%, 100 bp
Regions: 88

Alignment 5
M_nuevoleonensis_1138A
M_nuevoleonensis_1138A aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 6
M_rzedowskiana_1004A
M_rzedowskiana_1004A_aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 7
M_rzedowskiana_MA3188B
M_rzedowskiana_MA3188B_OCT_2021_reSeq_1027.K105.complete.graphl1.2 (+)
2 alignments
Criteria: 70%, 100 bp
Regions: 90

Alignment 8
M_vovidesii_0092B
M_vovidesii_0092B_aug20.K105.complete.graphl.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88

Alignment 9
M_vovidesii_0624B
M_vovidesii_0624B_aug20.K105.complete.graphl.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88
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M al ej andrae_1188B M al ej andrae_1188B aug20. KT

Alignment 1
M_dealbata_aff_0866A
M_dealbata_aff_0866A_aug20.K105.complete.graphl.1 (+)
1-159879
Criteria: 70%, 100 bp
Regions: 89

Alignment 2
M_dealbata_aff 0877A
M_dealbata_aff_0877A_aug20.K105.complete.graphl.1 (+)
1-160066
Criteria: 70%, 100 bp
Regions: 88

Alignment 3
M_dealbata_aff 1160A
M_dealbata_aff_1160A_aug20.K105.complete.graphl.2 (+)
1-160077
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
M_dealbata_MA3190
M_dealbata_ MA3190_aug20.K105.complete.graphl1.2 (+)
1-160071
Criteria: 70%, 100 bp
Regions: 88

Alignment 5
M_nuevoleonensis_1138A
M_nuevoleonensis_1138A aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 6
M_rzedowskiana_1004A
M_rzedowskiana_1004A_aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 7
M_rzedowskiana_MA3188B

Gfg ara%o

gene-blatn_}

M_rzedowskiana_MA3188B_OCT_2021_reSeq_1027.K105.complete.graphl1.2 (+)

2 alignments
Criteria: 70%, 100 bp
Regions: 90

Alignment 8
M_vovidesii_0092B
M_vovidesii_0092B_aug20.K105.complete.graph1.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88

Alignment 9
M_vovidesii_0624B
M_vovidesii_0624B_aug20.K105.complete.graph1.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88
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M al ej andr ae_1188B M al ej andr ae_1188B_aug20. K105 Conpiet - gr aphl. 2: 1- 16087596"&“«&1&"'2‘2 gene-blagnine-2

ene-trsp_rps12_1

Alignment 1
M_dealbata_aff _0866A
M_dealbata_aff_0866A_aug20.K105.complete.graphl.1 (+)
1-159879
Criteria: 70%, 100 bp
Regions: 89

Alignment 2
M_dealbata_aff 0877A
M_dealbata_aff_0877A_aug20.K105.complete.graphl.1 (+)
1-160066
Criteria: 70%, 100 bp
Regions: 88

Alignment 3
M_dealbata_aff 1160A
M_dealbata_aff_1160A_aug20.K105.complete.graphl.2 (+)
1-160077
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
M_dealbata_MA3190
M_dealbata_ MA3190_aug20.K105.complete.graphl1.2 (+)
1-160071
Criteria: 70%, 100 bp
Regions: 88

Alignment 5
M_nuevoleonensis_1138A
M_nuevoleonensis_1138A aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 6
M_rzedowskiana_1004A
M_rzedowskiana_1004A_aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 7
M_rzedowskiana_MA3188B
M_rzedowskiana_MA3188B_OCT_2021_reSeq_1027.K105.complete.graphl1.2 (+)
2 alignments
Criteria: 70%, 100 bp
Regions: 90

Alignment 8
M_vovidesii_0092B
M_vovidesii_0092B_aug20.K105.complete.graphl.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88

Alignment 9
M_vovidesii_0624B 75k 78k 81k 84k 87k 90k 93k 96k 99k
M_vovidesii_0624B_aug20.K105.complete.graphl.2 (+)

1-160070
Criteria: 70%, 100 bp
Regions: 88



M al ej andrae_1188B M al ej andrae_1188B _aug20. K105.

Alignment 1
M_dealbata_aff _0866A
M_dealbata_aff_0866A_aug20.K105.complete.graphl.1 (+)
1-159879
Criteria: 70%, 100 bp
Regions: 89

Alignment 2
M_dealbata_aff 0877A
M_dealbata_aff_0877A_aug20.K105.complete.graphl.1 (+)
1-160066
Criteria: 70%, 100 bp
Regions: 88

Alignment 3
M_dealbata_aff 1160A
M_dealbata_aff_1160A_aug20.K105.complete.graphl.2 (+)
1-160077
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
M_dealbata_MA3190
M_dealbata_ MA3190_aug20.K105.complete.graphl1.2 (+)
1-160071
Criteria: 70%, 100 bp
Regions: 88

Alignment 5
M_nuevoleonensis_1138A
M_nuevoleonensis_1138A aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 6
M_rzedowskiana_1004A
M_rzedowskiana_1004A_aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 7
M_rzedowskiana_MA3188B
M_rzedowskiana_MA3188B_OCT_2021_reSeq_1027.K105.complete.graphl1.2 (+)
2 alignments
Criteria: 70%, 100 bp
Regions: 90

Alignment 8
M_vovidesii_0092B
M_vovidesii_0092B_aug20.K105.complete.graphl.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88

Alignment 9
M_vovidesii_0624B
M_vovidesii_0624B_aug20.K105.complete.graphl.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88
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M al ej andrae_1188B NLaIejandrae_11888_au920.K105.copg| ;b@bmmmmmmxnmal

qraphl 2:1- 160075
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Alignment 1
M_dealbata_aff_0866A
M_dealbata_aff 0866A_aug20.K105.complete.graphl.1 (+)
1-159879
Criteria: 70%, 100 bp
Regions: 89

Alignment 2
M_dealbata_aff 0877A
M_dealbata_aff_0877A_aug20.K105.complete.graphl.1 (+)
1-160066
Criteria: 70%, 100 bp
Regions: 88

Alignment 3
M_dealbata_aff 1160A
M_dealbata_aff_1160A_aug20.K105.complete.graphl.2 (+)
1-160077
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
M_dealbata_MA3190
M_dealbata_ MA3190_aug20.K105.complete.graphl1.2 (+)
1-160071
Criteria: 70%, 100 bp
Regions: 88

Alignment 5
M_nuevoleonensis_1138A
M_nuevoleonensis_1138A aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 6
M_rzedowskiana_1004A
M_rzedowskiana_1004A_aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 7
M_rzedowskiana_MA3188B
M_rzedowskiana_MA3188B_OCT_2021_reSeq_1027.K105.complete.graphl1.2 (+)
2 alignments
Criteria: 70%, 100 bp
Regions: 90

Alignment 8
M_vovidesii_0092B
M_vovidesii_0092B_aug20.K105.complete.graph1.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88

Alignment 9 . — .
M_vovidesii_0624B 125k 128k 131k 134k 137k 140k 143k 146k 149k
M_vovidesii_0624B_aug20.K105.complete.graph1.2 (+)

1-160070
Criteria: 70%, 100 bp
Regions: 88



M al ej andrae_1188B M al ej andrae_1188B_aug20. K105. conpl et e. gr aphl. Zée%e-bagorrgZ?
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Alignment 1
M_dealbata_aff _0866A
M_dealbata_aff_0866A_aug20.K105.complete.graphl.1 (+)
1-159879
Criteria: 70%, 100 bp
Regions: 89

Alignment 2
M_dealbata_aff 0877A
M_dealbata_aff_0877A_aug20.K105.complete.graphl.1 (+)
1-160066
Criteria: 70%, 100 bp
Regions: 88

Alignment 3
M_dealbata_aff 1160A
M_dealbata_aff_1160A_aug20.K105.complete.graphl.2 (+)
1-160077
Criteria: 70%, 100 bp
Regions: 88

Alignment 4
M_dealbata_MA3190
M_dealbata_ MA3190_aug20.K105.complete.graphl1.2 (+)
1-160071
Criteria: 70%, 100 bp
Regions: 88

Alignment 5
M_nuevoleonensis_1138A
M_nuevoleonensis_1138A aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 6
M_rzedowskiana_1004A
M_rzedowskiana_1004A_aug20.K105.complete.graphl.2 (+)
1-160076
Criteria: 70%, 100 bp
Regions: 88

Alignment 7
M_rzedowskiana_MA3188B
M_rzedowskiana_MA3188B_OCT_2021_reSeq_1027.K105.complete.graphl1.2 (+)
2 alignments
Criteria: 70%, 100 bp
Regions: 90

Alignment 8
M_vovidesii_0092B
M_vovidesii_0092B_aug20.K105.complete.graphl.2 (+)
1-160070
Criteria: 70%, 100 bp
Regions: 88

Alignment 9 Y v Y Y T Y T
M_vovidesii_0624B 150k 153k 156k 159k
M_vovidesii_0624B_aug20.K105.complete.graphl.2 (+)

1-160070
Criteria: 70%, 100 bp
Regions: 88



